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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANT: THE UNITED STATES OF AMERICA AS REPRESENTED BY THE 
SECRETARY, DEPARTMENT OF HEALTH AND HUMAN SERVICES IN CARE OF 
NATIONAL INSTITUTES OF HEALTH Office of Technology Transfer Suite 
325, 6011 Executive Boulevard, Rockville, MD 20852 

(ii) TITLE OF INVENTION: GLYCOPROTEIN HORMONE SUPERAGONISTS 

(iii) NUMBER OF SEQUENCES: 37 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: NEEDLE & ROSENBERG, P.C. 
0 (B) STREET: Suite 1200, 127 Peachtree Street 

[T (C) CITY: Atlanta 

M 

fi (D) STATE: Georgia 

if £ 

P (E) COUNTRY: USA 

CIS. 

w (F) ZIP: 30303 

*7 (v) COMPUTER READABLE FORM: 

srt 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(C) CLASSIFICATION: 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Perryman, David G. 

(B) REGISTRATION NUMBER: 33,438 

(C) REFERENCE/DOCKET NUMBER: 14014. 0185/P 



(ix) TELECOMMUNICATION INFORMATION: 
(A) TELEPHONE: 404/688-0770 
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(B) TELEFAX: 404/688-9880 



IB? 



(2) INFORMATION FOR SEQ ID NO:1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 : 
CCTGATAGAT TGCCCAGAAT GC 22 
(2) INFORMATION FOR SEQ ID NO: 2: 



^ (i) SEQUENCE CHARACTERISTICS: 

O (A) LENGTH: 24 base pairs 

^ (B) TYPE: nucleic acid 

jg (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
GTGATAATAA CAAGTACTGC AGTG 24 
(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:* 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 
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(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Cys Thr Leu Gin Glu Asn Pro Phe Phe Ser Gin Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 
<D (B) TYPE: amino acid 

p (C) STRANDEDNESS : not relevant 

iU (D ) TOPOLOGY: linear 

|3 (ii) MOLECULE TYPE: peptide 



W (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

U a 

yj Cys Thr Leu Gin Glu Asn Pro Phe Phe Ser Gin Pro 

1 5 10 



(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 



9-1 
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Cys Thr Leu Gin Glu Asn Pro Phe Phe Ser Gin Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : peptide 

ii 2 

*B (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

IB 

yl Cys Gin Leu His Glu Asn Pro Phe Phe Ser Gin Pro 

| 1 5 10 

(2) INFORMATION FOR SEQ ID NO: 7: 

*!? 

O (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

Cys Lys Pro Arg Glu Asn Gin Phe Phe Ser Lys Pro 
1 5 10 



# 
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(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Cys Lys Pro Arg Glu Asn Lys Phe Phe Ser Lys Pro 
1 5 10 



in (2) INFORMATION FOR SEQ ID NO: 9: 



m (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

Q (C) STRANDEDNESS: not relevant 

^ (D) TOPOLOGY: linear 

is £ ii 

m 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

Cys Lys Leu Lys Glu Asn Lys Tyr Phe Ser Arg Leu 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

Cys Lys Lea Lys Glu Asn Lys Tyr Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

m (C) STRANDEDNESS : not relevant 

"O (D) TOPOLOGY: linear 

m 

IJI (ii) MOLECULE TYPE: peptide 

,p 

[g (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Si 

Ut, Cys Lys Leu Lys Glu Asn Lys Tyr Phe Ser Lys Pro 

Q 1 5 10 

IaJ 

<b (2) information for seq id no: 12: 
(i) sequence characteristics: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

Cys Lys Leu Arg Glu Asn Lys Tyr Phe Phe Lys Leu 
1 5 10 
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(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

j«l Cys Lys Leu Lys Glu Asn Lys Tyr Phe Ser Lys Leu 

*fl 1 5 10 

I-* 

m (2) INFORMATION FOR SEQ ID NO: 14: 

s i 

m (i) SEQUENCE CHARACTERISTICS: 

si (A) LENGTH: 12 amino acids 

is* 

(B) TYPE: amino acid 
O (C) STRANDEDNESS : not relevant 

^ (D) TOPOLOGY: linear 



IB 



(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

Cys Lys Leu Lys Glu Asn Lys Tyr Phe Ser Lys Leu 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 




Ss3 
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(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Cys Lys Leu Lys Glu Asn Lys Tyr Phe Ser Lys Leu 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 
Cys Lys Leu Lys Glu Asn Lys Tyr Phe Ser Lys Leu 



n 1 s 10 



« (2) INFORMATION FOR SEQ ID NO: 17: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

Cys Lys Leu Lys Gin Asn Lys Tyr Phe Ser Lys Leu 
1 5 10 
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(2) INFORMATION FOR SEQ ID NO : 1 8 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 



p Cys Lys Leu Gly Glu Asn Arg Phe Phe Ser Lys Pro 

<0 1 5 10 



fH (2) INFORMATION FOR SEQ ID NO: 19: 

alls 

6 

ig (i) SEQUENCE CHARACTERISTICS: 

f (A) LENGTH: 12 amino acids 

jU (B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 



O 

» „ 3 



(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Cys Lys Leu Gly Glu Asn Arg Phe Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 




# • 



m 
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(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

Cys Lys Leu Gly Glu Asn Arg Phe Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

Cys Arg Leu Lys Glu Asn Leu Arg Phe Ser Asn Met 
1 5 10 



ffl (2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 

Cys Lys Leu Lys Glu Asn Lys Val Phe Ser Asn Pro 
1 5 10 
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(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 

Cys Thr Leu Lys Pro Asn Thr lie Phe Pro Asn Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

Cys Lys Leu Lys Glu Asn Asn lie Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 12 amino acids 



(B) TYPE: amino acid 



(C) STRANDEDNESS: not relevant 



(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 

Cys Thr Leu Lys Lys Asn Asn Val Phe Ser Arg Asp 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

q (C) STRANDEDNESS : not relevant 

*S (D) TOPOLOGY: linear 

|Jl (ii) MOLECULE TYPE: peptide 

pa 

a 

IS (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 



3 - 



Cys Thr Leu Arg Lys Asn Thr Val Phe Ser Arg Asp 
15 10 

(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 

Cys Thr Leu Arg Lys Asn Ser Val Phe Ser Arg Asp 
1 5 10 



5^ 
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(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 



O Cys Lys Leu Lys Glu Asn Asn lie Phe Ser Lys Pro 

H 1 5 10 

iiVi 



5! 



(2) INFORMATION FOR SEQ ID NO: 29: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 
H (B) TYPE: amino acid 

H (C) STRANDEDNESS: not relevant 

\B (D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

Cys Thr Leu Lys Glu Asn Asn lie Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: peptide 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 
Cys Arg Lett Lys Asp Asn Lys Phe Phe Ser Lys Pro 



(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

Cys Arg Leu Gin Glu Asn Lys lie Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 



5 



10 



Cys Thr Leu Lys Glu Asn Pro Phe Phe Ser Gin Pro 
1 5 10 
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(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 



G Cys Thr Leu Gin Glu Asn Lys Phe Phe Ser Gin Pro 

I 1 ? 1 5 10 



in 

nr 5 

a 



J = E 



(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

Cys Thr Leu Gin Glu Asn Pro Phe Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 




* * 
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(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 

Cys Thr Leu Gin Glu Asn Lys Phe Phe Ser Lys Pro 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

m (C) STRANDEDNESS: not relevant 

. lea? 

(D) TOPOLOGY: linear 

m 

iJl (ii) MOLECULE TYPE: peptide 

3 = 

m (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

3! 

8 . 
I** 

Cys Thr Leu Lys Glu Asn Lys Phe Phe Ser Lys Pro 

O 1 5 10 

(33 (2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

Cys Thr Leu Lys Lys Asn Lys Phe Phe Ser Lys Pro 
1 5 10 




